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This outcome was anticipated right at the onset of the Web
[recall TimBerners -Lee nAweaving the webol]

Desired key features of a web -based data management system:

1. Syntactic interoperability
Ability to get the data once told where it is.

2. Semantic interoperability
Ability to use the data for a different purpose than the one that
dictated its generation.



The path backwards.
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215 .
Lesson learned __: predictive

Independent variables are a
needle in the haystack.
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L esson learned . critical co  -variables are often found in other
haystacks.
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Lesson learned: more than domain specific models or tools, integrative
research requires a Knowledge Engineering environment.

The critical characteristic of that environment is semantic interoperability for
both data and tools. Lack of syntactic interoperability is inexcusable.
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RDF - everything is a resource
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