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Å Computers are enabling 

scientists to share massive 

amounts of data

Å Computer are enabling 

scientific virtual organizations

Å Computers are revolutionizing 

scientific publication

Å Computer science ideas are 

creating new ways of doing 

traditional science
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ÅCircuits are built by simple combinations of library genes 

e.g:

let TetR() = rTr(PTetR,RaTc)
let LacI() = rTr(PLacI,RIPTG) 
let LambdacI() = Tr(PLambdacI)
let GFP() = Tr(PGFP)
let IPTG() = Repressor(RIPTG)
let aTc() = Repressor(RaTc)

let tet(pr:promoter) = Gene(pr, TetR)
let lac(pr:promoter) = Gene(pr, LacI)
let cI(pr:promoter) = Gene(pr,LambdacI)
let gfp(pr:promoter) = Gene(pr, GFP)

D038() = (tet(PT) | lac(PT) | cI(PL2) | gfp(Plm))
D016() = (tet(PT) | lac(PL1) | cI(PL2) | gfp(Plm))


